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Fig. S1 Genetic linkage maps of the AA0768 population. The map consists of 1399 markers loci 

(32 SSR, 772 DArT, 594 SNP and Sh locus). Marker names are shown to the right of each LG, with 

map distances in centiMorgans (Haldane units) to the left. D: DArT marker, S: SNP marker, mEgCIR: 

E. guineensis SSR marker. *: Skewed markers at P= 0.1, **: Skewed markers at P= 0.05, ***: Skewed 

markers at P= 0.01, ****: Skewed markers at P= 0.005, *****: Skewed markers at P= 0.001. 

 


